Key indicators: single-crystal X-ray study; T = 200 K; mean (C-C) = 0.006 Å; R factor = 0.046; wR factor = 0.075; data-to-parameter ratio = 12.3.
Related literature
For the structures of some rubidium salts of substituted benzoic acids, see: Wiesbrock & Schmidbaur (2003) ; Dinnebier et al. (2002) ; Hu et al. (2005) ; Miao et al. (2011) . For the structures of caesium 4-nitroanthranilate and caesium 3,5dinitrosalicylate, see: Smith & Wermuth (2011) and Meng (2011) , respectively. For the structures of the sodium and potassium 4-nitroanthranilates, see: Smith (2013) .
Experimental
Crystal data [Rb 2 (C 7 
Data collection
Oxford Diffraction Gemini-S CCD diffractometer Absorption correction: multi-scan (CrysAlis PRO; Agilent, 2013) T min = 0.691, T max = 0.980 6954 measured reflections 3634 independent reflections 2708 reflections with I > 2(I) R int = 0.046 Refinement R[F 2 > 2(F 2 )] = 0.046 wR(F 2 ) = 0.075 S = 1.03 3634 reflections 295 parameters 8 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 0.61 e Å À3 Á min = À0.51 e Å À3 Table 1 Selected bond lengths (Å ). Symmetry codes: (i) Àx þ 3 2 ; y À 1 2 ; Àz þ 3 2 ; (ii) Àx þ 1; Ày; Àz þ 1; (iii) Àx þ 2; Ày; Àz þ 1; (iv) x þ 1 2 ; Ày þ 1 2 ; z þ 1 2 ; (v) Àx þ 3 2 ; y À 1 2 ; Àz þ 1 2 ; (vi) Àx þ 2; Ày þ 1; Àz þ 1. (5) 166 (5) Symmetry codes: (ii) Àx þ 1; Ày; Àz þ 1; (iii) Àx þ 2; Ày; Àz þ 1; (v) Àx þ 3 2 ; y À 1 2 ; Àz þ 1 2 ; (vi) Àx þ 2; Ày þ 1; Àz þ 1; (vii) x À 1 2 ; Ày þ 1 2 ; z À 1 2 ; (viii) Àx þ 1; Ày þ 1; Àz þ 1.
Data collection: CrysAlis PRO (Agilent, 2013); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) within WinGX (Farrugia, 2012) ; molecular graphics: PLATON (Spek, 2009) ; software used to prepare material for publication: PLATON.
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Comment
The structures of alkali metal salts derived from aromatic carboxylic acids are of interest (Smith, 2013) , particularly with the heavier metals Rb and Cs, because of the expanded metals′ coordination spheres and their ability to form coordination polymers. With 4-nitroanthranilic acid (4-NAA), a three-dimensional coordination polymeric structure [Cs 2 (C 7 H 5 N 2 O 4 ) 2 (H 2 O) 2 ] was described (Smith & Wermuth, 2011) and from the reaction of rubidium carbonate with 4-NAA, orange-red crystals of the title compound [Rb 2 (C 7 H 5 N 2 O 4 ) 2 (H 2 O) 2 ], were obtained, the structure of which is reported herein.
The Rb salt has the same formula as the Cs salt and has similar crystal data [comparative 200 K unit cell data for the Cs complex: a = 15.3615 (3), b = 6.9573 (2), c = 18.3714 (4) Å, β = 97.903 (2)°, V = 1944.79 (8) Å 3 , Z = 4, space group P2 1 /n]. The X-ray analysis reported here confirms that the Rb and Cs analogues are isotypic.
In the structure of the Rb salt, the dinuclear asymmetric unit contains two independent and different seven-coordinate Rb + cations, with both having irregular coordination environments (Fig. 1 (Table 1 ). The Rb1···Rb2 separation in this dinuclear unit is 4.1208 (7) Å.
Extension of this unit gives an overall three-dimensional polymeric structure ( Fig. 2) which is stabilized by both intraand intermolecular amine N-H···O and water O-H···O hydrogen bonds to both carboxyl and water O-atom acceptors (Table 2) . Also, there are several inter-ring π···π interactions involving both ring 1 (C1A-C6A) and ring 2 (C1B-C6B) with a minimum ring centroid separation 1···1 viii of 3.364 (2) Å and a maximum ring centroid separation: 2···2 ix of 3.556 (2) Å [for symmetry code (viii), see Table 1 ; for symmetry code (ix) -x + 3/2, y + 1/2, -z + 1/2].
The minor difference between the two isotypic Rb and Cs salt structures is that in the description of the Cs salt, the coordination about Cs1 includes two longer Cs-O bonds to O41B iv [3.326 (2) Å] (see Fig. 1 ) and to O1W1 i [3.414 (3) Å]. In the title Rb salt, the equivalent values [3.342 (3) and 3.495 (3) Å] preclude these as Rb-O bonds.
These structural features, including expanded metal coordination spheres and multiple bridging with polymeric extensions, are similar to those found in other Rb salts with substituted benzoic acids, e.g. rubidium 3,5-dinitrobenzoate (8-coordinate) (Miao et al., 2011) , rubidium anthranilate (7-coordinate) (Wiesbrock & Schmidbaur, 2003) , rubidium salicylate (8-coordinate) (Dinnebier et al., 2002) and rubidium 3,5-dinitosalicylate (10-coordinate) (Meng, 2011) , this last Rb complex being isotypic with its Cs analogue (Hu et al., 2005) .
Experimental
The title compound was synthesized by heating together for 5 minutes, 0.1 mmol of rubidium carbonate and 0.2 mmol of 4-nitroanthranilic acid in 10 ml of 1:8 (v/v) ethanol-water. Partial room temperature evaporation of the solution gave supplementary materials sup-2 Acta Cryst. (2014). E70, m192-m193 orange-red flat prisms of the title complex from which a suitable specimen was cleaved for the X-ray analysis.
Refinement
The probability of isotypism with the Cs 4-nitroanthranilate monohydrate structure being recognized from the comparative cell data (Smith & Wermuth, 2011) , the structure of the title complex was successfully phased in by inserting the non-H atoms from the Cs structure in the refinement. The same atom numbering scheme has been used for both structures. The amine and water H atoms were located in a difference-Fourier map and their positional and isotropic displacement parameters were allowed to ride with distance restraints on the N-H and O-H bond lengths of 0.91 (3)Å and with U iso (H) = 1.2U eq (N) or 1.5U eq (O). Other hydrogen atoms were included in the refinement in calculated positions with C-H = 0.95 Å and allowed to ride, with U iso (H) = 1.2U eq (C).
Figure 1
The molecular configuration and atom-numbering scheme for the dinuclear repeat unit of the title complex, with non-H atoms drawn as 30% probability displacement ellipsoids. Intramolecular hydrogen bonds are shown as dashed lines. For symmetry codes, see Table 1 . where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max = 0.001 Δρ max = 0.61 e Å −3 Δρ min = −0.51 e Å −3 Special details Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell e.s.d.'s are taken into account in the estimation of distances, angles and torsion angles Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )

